Manyproblems caused by blooms of cyanobacteria have been reported^and the frequency of the blooms seems to be increasing. From investigation of aquatic ecosystems, it has been disclosed that microorganisms called algae-lysing bacteria have the ability to kill the organisms of water blooms2). In the course of our studies on the interactions between blue-green algae and algae-lysing bacteria, we found a strain of Sphingomonas sp. that produced a novel pentapeptide exhibiting high algaecidal activity against Microcystis spp. This communication describes the isolation and the structural elucidation of the active compound, argimicin A (1).
The producer was isolated from a water sample containing colonies of Microcystis sp. collected at Lake Biwa, and was classified into Sphingomonas sp. by taxonomic studies and 16S rDNA analysis. The fermentation of the strain was carried out in 1/10 Tryptosoy medium (Tryptone 1.5g, soypeptone 1.5g, NaCl 5g, distilled water 1 liter) at 30°C with agitation and aeration for 48 hours. The filtrate of cultured broth was adjusted to pH 9 and passed through a Diaion HP-20 column. The column was washed with distilled water and the compound eluted with 70% aqueous MeOHcontaining 1% acetic acid. The active fractions were combined, concentrated to 10 ml in vacuo, and applied on a Toyopearl HW-40column. The active principle was absorbed on the gel filtration resin, and was desorbed with a 0.1% trifluoroacetic acid aqueous solution. The eluate was evaporated to dryness under reduced pressure to yield a brown syrup. Further HPLC purification was carried out using an ODScolumn with 3.5% acetonitrile containing 0.01% trifluoroacetic acid as the solvent system. The fraction containing 1 was concentrated and dried in a vacuum oven at 35°O over night, and lOmgof an colorless amorphous material was obtained.
The trimethylammoniumgroup was confirmed. The correlation data in the^H COSY, TOCSYspectra indicated the partial structures of the five side chains of the peptide, and two of these were attributed to Val residues as shownin Fig.  1 . From the data of 13C-NMR,HMQC and HMBCspectra in D2O, the backbone of the pentapeptide including an TVtrimethylammonium group as the TV-terminal was unveiled.
In the TOCSY spectrum in DMSO-d6, two protons correlated each other were observed at 6.68 and 7.08 ppm and the existence of a primary amide was disclosed. The position of the amide group was determined by pH shifts of 13C-NMRsignals in D2O. The 13C signals of a-carbonyl, a-, and /3-carbon of the C-terminal residue were up field shifted from 177.6, 60.0, and 25.6 ppm at neutral condition (pH 6.8), respectively, to 175.5, 58.1, and 24.7 ppm at pH 2.7. On the other hand, the 7-carbonyl carbon signal did not and TV-methyl-Gln as the C-terminal residue. Finally, the position of the NGmethyl group was proposed to connect to the terminal nitrogen atom by the correlation signal in between the 5-proton and NH proton in the^^H COSY spectrum. Thus, the structure of 1 was determined as shown in Fig. 2 , and the assignments of all the 13C-NMRsignals are listed in Table 1 . Argimicin A exhibits strong activity against the toxic blue-green algae Microcystis viridis NIES-102 and M. aeruginosa NIES-298 at the concentrations of 12 ng/ml and lOOng/ml, respectively.
On the other hand, it showed no effects on Escherichia coli IAM12119, Bacillus subtilis 
